P31 Genetic Profile in NSLC Biopsy
Background: Substantial progress has been made in the characterization of the molecular abnormalities in NSCLC tumors such as activations of oncogenes by mutations, translocations and amplifications, which are being used as molecular targets and predictive biomarkers. The aim of present work was to determine the frequency of molecular alterations in EGFR and gene fusion ALK and to assess associations with age, gender and tobacco habits in our Caucasian and Hispanic to decide the adequate treatment. Method: 115 small biopsies and resection specimens of patients (pts) with NSCLC Adenocarcinoma (AC) were studied during the period 2014 -2017. Histopathology type, Immunohistochemistry (IHC) characteristics as well as molecular profile were analyzed. EGFR mutation was studied by therascreen kit, PCR, in order to detect genetic alterations in exons 18, 19, 20 and 21. (Fig. 1 ) ALK translocations were analyzed by FISH (Vysis-Break Apart, Abbott) and IHC (clon D5F3, ventana, Roche). (Fig. 2) . Molecular profiles were correlated with different clinical variables (age, gender, and tobacco habits). Results: 83% of subjects had smoking habit and this pattern was even significantly associated with gender (70% and 92% for women and men respectively, p¼0.003). 76% the subjects were older than 56 years, having similar distributions between sexes (p¼0.183): mean (standard deviation) equal to 60.8(1.37) years old for women and 63.4(1.1), for men. 26 pts (23 %), 11 men and 15 women expressed EGFR alterations which were associated with gender (p¼0.020, Fig. 4) . Women had more chance of having positive alterations of the gene (OR 2.82, 95CI:1.15-6.91). Figure 5 shows how women have more greater predicted probabilities for positive EGFR than men, adjusting by smoking status. Age and smoking habit of patients did not show significant effects (p¼0.61, and p¼0.105, respectively). Figure 6 illustrates the age distributions by EGFR and ALK categories. We identified 3 pts (3%) with fusion gene EML4-ALK which were not related to sex (p¼0.305), age (p¼0.859) and smoking habit (p¼0.631). Even though this analysis was performed stratifying by sex, the associations between AKL and covariates were not significant. Conclusion: These results showed a comparable frequency in EGFR mutations and ALK gene fusion translocation to the data published in western population. These data allow an adequate diagnosis and appropriate therapy. 
